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1 Amendments to the Sp ecification 

! Please replace the paragraph in the specification beginning on 

| page 15, line 1 through line 9 with the following paragraph: 

The 5' sequence of the mature mRNA was identified by 5'-RACE 
using RNA isolated from eosinophils and from butyric acio7IL-5 differentiated 
AML14.3D10 cells. Products were subsequently subcloned and twelve clones 
were selected for sequencing by choosing clones with a range of insert sizes, 
Indicated as EO with an assigned number. With reference to FIG. 2 SEQ ID 
IMPS: 25-40 . alignment of the 5-UTR in seven clones (labeled as E01, E02, 
E03, E04, EQ7, E09, and E012) is shown in capital letters, and coding 
sequence as small letters. Upstream ATGs are boxed. Also in FIG. 2 £EQJD 
NOS: 25-40 the positions of exons 1 through 4 are indicated; - Indicates a gap. 

Please replace the paragraph in the specification beginning on 
page 17, line 8 through line 17 with the following paragraph: 

The sequence of the CCR3 promoter is shown in FIG. 4 SEQ ID 
NO:11 with the gene shown in SEQ ID NO: 41 . The 2.7 kb 5' BgM fragment 
shown in FIG. 3 was fully sequenced. Exon 1 SEQ ID NO:12 is bolded. The 
splice donor consensus sequence is double-underlined SEQ ID NO:13. 
Numbering Is based on assigning +1 to the first base of the longest 5-RACE 
product. Underlined are restriction enzyme sites (flg/ll, Kpnl); overiined are 
consensus transcription factor binding sites; boxed are pyrimidine-rich 
sequences; the shaded box depicts the area of high homology with CCR2 that 
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contains the Alu repeat, and the light gray box marks the area of homology with 
hlL-5Ra. The asterisk depicts the site of the identified polymorphism. 

Please replace the paragraphs in the specification beginning on 
page 7, line 21 through line 24 with the following paragraphs: 

FIG. 2 shows the results of 5'-rapid amplification of cDNA ends 
(RACE) performed on RNA isolated from purified eosinophils (SEQ ID NOS, 25- 

40}. 

FIG. 3 is a schematic diagram of the organization of the CCR3 



gene. 



FIG. 4 shows the sequence of the CCR3 promoter (SEQ ID NO. 
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